Ten-week-old wild-type mice as littermates were fed the Control Pi diet (CP) or the High Pi diet (HP) for 1 week. A) Photograph of a representative kidney from CP-fed and HP-fed mice. White adipose tissue around kidney (mg) / body weight (g) (n=6/group) (B) and (C) Total RNA of the liver and distal intestine (late jejunum and ileum) were isolated from CP and HP mice. Expression levels of bile acid-related genes were examined using real-time PCR. Data were normalized to GAPDH and pooled from three independent experiments. (n=6/group) B) Liver: Cyp7A1, cholesterol 7α-hydroxylase; FXR, nuclear receptor farnesoid X receptor; Cyp8b1, sterol 12α-hydroxylase; SHP, small heterodimer partner; FGFR4, fibroblast growth factor receptor 4; β-klotho; NTCP, Na + -taurocholate transporting polypeptide. C) Distal intestine: IBABP, ileal bile acid binding protein; ASBT, apical sodium-dependent bile acid transporter; FXR; SHP; OST-α, organic solute transporter alpha; OST-β, organic solute transporter beta; FGF15, fibroblast growth factor 15; UGT1a1, UDP glucuronosyltransferase family 1 member A1; UGT1a6, UDP glucuronosyltransferase family 1 member A6; UGT1a7c, UDP glucuronosyltransferase 1 family, polypeptide A7C; UGT2b34, UDP glucuronosyltransferase 2 family, polypeptide B34. D) Epithelial cells of mouse small intestine and serum were collected. Serum and small intestine bile acid levels were measured. Serum cholesterol and serum triglyceride levels were measured. The bar graphs are presented as arithmetic means ± SEM (n=6/group). 
